M12407. Human adenovirus ...[gi:209872] 

LOCUS       ADRDDBPE                1634 bp    DNA     linear   VRL 27-APR-1993

DEFINITION  Human adenovirus subgroup E (type 4) DNA-binding protein, complete

            cds.

ACCESSION   M12407

VERSION     M12407.1  GI:209872

KEYWORDS    DNA-binding protein.

SOURCE      Adenovirus subgroup E (type 4) DNA, clones BglII [B,H].

  ORGANISM  Human adenovirus type 4

            Viruses; dsDNA viruses, no RNA stage; Adenoviridae; Mastadenovirus.

REFERENCE   1  (bases 1 to 1634)

  AUTHORS   Kitchingman,G.R.

  TITLE     Sequence of the DNA-binding protein of a human subgroup E

            adenovirus (type 4): comparisons with subgroup A (type 12),

            subgroup B (type 7), and subgroup C (type 5)

  JOURNAL   Virology 146 (1), 90-101 (1985)

  MEDLINE   85301976

   PUBMED   4041089

COMMENT     The r strand is presented below.  Possible polyadenylation signals

            are located at positions 1566-1571, 1595-1601 and 1611-1616.

FEATURES             Location/Qualifiers

     source          1..1634

                     /organism="Human adenovirus type 4"

                     /db_xref="taxon:28280"

     CDS             26..1564

                     /note="DNA-binding protein"

                     /codon_start=1

                     /protein_id="AAA42465.1"

                     /db_xref="GI:209873"

                     /translation="MAGRGGSQLERRRERTPDRGRGSASHPPGRESPSPPPLPLKRHT

                     YRRVVSDQEEEIVVVSENSRSPSPQEQPPPPQQPPKKKPRKTKHVPLQDVSQDSEDER

                     EAEEELGAVGFSYPPVRITGKDGKRSFETLNENDPLTKAASAKMAVTNPLSLPIVSAW

                     EKGMEIMNMLMERYRVESDLKSNFQLMPEQGEVYRRICHLYINEEHRGIPLTFTSNKT

                     LTTMMGRFLQGFVHAHSQIAHKNWESTGCALWLHGCTEVEGKLRCLHGTTMIQKEHMI

                     EMDVASENGQRALKENPDRAKVTQNRWGRSVVQLANNDARCCVHDAGCATNQFSSKSC

                     GVFFTEGAKAQQAFKQLEAFMKAMYPGMNADQAQVMLIPLHCDCNHKPGCVPTMGRQT

                     CKMTPFGMANAEDLDVDGITDATVLASVKHPALMVFQCCNPVYRNSRAQNAGPNCDFK

                     ISAPDLLGALQLTRKLWTDSFPDTLLPKLLIPEFKWLAKYQFRNVSLPAGHAETSRQN

                     PFDF"

BASE COUNT      372 a    514 c    487 g    261 t

ORIGIN      76 bp upstream of Sau3A site.

        1 tgttgttctt ccctaaggag tcacaatggc cggccgcgga ggaagtcagt tagagcgccg

       61 ccgggagcgc acccccgatc gcggaagggg ctctgccagc cacccgccgg gccgcgagag

      121 cccgtcgcct ccgcctctgc ccctgaagag acatacctac cgccgcgtgg tctcggacca

      181 agaagaagag atagtagtgg tgagcgagaa ctcgcgctcc ccctcgcctc aggaacaacc

      241 accgccgccg cagcagccgc ccaaaaagaa accccgcaaa acgaagcatg tgcccctgca

      301 ggacgtcagc caggacagcg aggacgaaag agaggccgag gaggagctgg gcgccgtggg

      361 cttcagctac ccccccgtgc ggatcaccgg gaaggacggc aagcggagct ttgagactct

      421 caatgagaac gacccgctga cgaaggctgc tagcgctaag atggcggtga cgaaccccct

      481 gagcctgccc attgtatcgg cctgggagaa gggcatggaa atcatgaata tgctgatgga

      541 gcgctaccgt gtggaaagcg acctaaaatc caacttccaa ctgatgcccg agcagggcga

      601 ggtgtatcgc cgcatctgcc acctgtacat caacgaggag caccgcggca ttccgctgac

      661 ctttaccagt aacaagaccc tgacgaccat gatgggccgc ttcctgcagg ggttcgtgca

      721 tgcgcattcc cagatcgccc acaagaactg ggagagcacg gggtgcgcgc tgtggctgca

      781 cggctgtacc gaagtcgagg gcaagctgcg gtgcctgcac gggaccacca tgatccagaa

      841 ggagcacatg atcgagatgg atgtggcaag cgagaacggg caacgcgcgc taaaggagaa

      901 ccccgaccgg gccaaggtta cccagaaccg ctgggggcgc agcgtggtgc agctggccaa

      961 caacgacgcg cgctgctgcg tgcacgacgc cgggtgcgct accaaccagt tttctagcaa

     1021 gtcctgcggg gtcttcttca ccgagggagc caaggcccag caggcgttta agcagctgga

     1081 ggctttcatg aaggccatgt acccggggat gaacgccgac caagcccagg tgatgctgat

     1141 ccccctgcac tgcgattgca accacaagcc cggctgcgtg cccaccatgg gccggcagac

     1201 ctgcaagatg acccccttcg ggatggccaa cgccgaagac ctcgacgtgg acgggatcac

     1261 cgacgctacg gtgctggcga gcgtgaagca tccggccctg atggtgttcc agtgctgcaa

     1321 ccctgtgtac cgcaactctc gcgcgcaaaa cgcgggtccc aactgcgatt ttaagatctc

     1381 cgcgcccgac ctgctgggcg ccctgcaact gacgcggaag ctgtggaccg actcgttccc

     1441 cgacaccctg ctgccgaaac tgctgatccc cgagttcaag tggctggcca agtaccagtt

     1501 ccgcaacgtg tccctgcccg cgggccatgc cgaaacctcc cggcagaacc ccttcgattt

     1561 ttaagaataa aattatctca aatgcatgtg tcacataaaa agtgctgttt attaaacata

     1621 ttttaaacac actg
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