M16692. Human adenovirus ...[gi:209875]

LOCUS       ADRDEPR                 1110 bp    DNA     linear   VRL 27-APR-1993

DEFINITION  Human adenovirus subgroup E (type 4) endoprotease gene, complete

            cds.

ACCESSION   M16692

VERSION     M16692.1  GI:209875

KEYWORDS    endoprotease; protease.

SOURCE      Adenovirus type 4, human subgroup E, DNA, clone pKC7.

  ORGANISM  Human adenovirus type 4

            Viruses; dsDNA viruses, no RNA stage; Adenoviridae; Mastadenovirus.

REFERENCE   1  (bases 1 to 1110)

  AUTHORS   Houde,A. and Weber,J.M.

  TITLE     Sequence of the protease of human subgroup E adenovirus type 4

  JOURNAL   Gene 54 (1), 51-56 (1987)

  MEDLINE   87277432

   PUBMED   3301540

COMMENT     Draft entry and computer-readable copy of sequence in [1] kindly

            provided by J.Weber, 13-AUG-1987.

            The sequence shown is on the l strand. There is a hexon stop codon

            on the l strand at positions 216 to 218 and a DBP stop codon on the

            r strand at positions 922 to 920.

FEATURES             Location/Qualifiers

     source          1..1110

                     /organism="Human adenovirus type 4"

                     /db_xref="taxon:28280"

     CDS             243..848

                     /note="endoprotease"

                     /codon_start=1

                     /protein_id="AAA42466.1"

                     /db_xref="GI:209876"

                     /translation="MAAGSGEQELRAIIRDLGCGPYFLGTFDKRFPGFMAPHKVACAI

                     VNTAGRETGGEHWLAFAWNPRSNTCYLFDPFGFSDQRLKQIYQFEYEGLLRRSALATK

                     DRCVTWKSHQTCRVRVGRCGFSAACSTACAWPTPMDKNPTMNLLTGVPNGMLQSPQVE

                     PTLRRNQEALYRFLNSHSAYFRSHRARIEKATAFDRMNQDM"

BASE COUNT      219 a    359 c    305 g    227 t

ORIGIN      199 bp upstream of HpaII site; map location 59.0-62.

        1 tccatgggcg cgctcacgga cctcggccag aacatgctct atgccaactc cgccacgcgc

       61 tagacatgaa tttcgaagtc gatcccatgg atgagtccac ccttctctat gttgtcttcg

      121 aagtcttcga cgtcgtccga gtgcaccagc cccaccgcgg cgtcattgag gccgtctacc

      181 tgcgcacccc cttctcagcc ggtaacgcca ccacataaat tcttgcgttc ttgcaagaag

      241 ccatggccgc gggctccggc gagcaggagc tcagggccat catccgcgac ctggggtgcg

      301 ggccctactt cctgggcacc ttcgataagc gattcccggg attcatggcc ccgcacaagg

      361 tggcctgcgc catcgtcaac acggccggcc gcgagaccgg gggcgagcat tggctggcct

      421 tcgcctggaa cccgcgctcg aacacctgct acctcttcga ccccttcggg ttctcggacc

      481 agcgcctcaa gcaaatctac cagttcgagt acgagggact gctgcgccgc agcgccctgg

      541 ccaccaagga ccgctgcgtt acctggaaaa gtcaccagac gtgcagggtc cgcgttggcc

      601 gctgcggctt ttctgctgca tgttctacag cttgtgcatg gcccacgccc atggacaaaa

      661 atcccaccat gaacttgctg acgggggtgc ccaacggcat gctccagtcg ccccaggtgg

      721 aacctaccct gcgccgcaac caggaggcac tctaccgctt cctcaactcc cactctgcat

      781 actttcgctc tcaccgcgcg cgcattgaga aggccaccgc cttcgaccgc atgaatcaag

      841 acatgtaaca gtgtgtttta aaatatgttt aataaacagc actttttatg tgacacatgc

      901 atttgagata attttattct taaaaatcga aggggttctg ccgggaggtt tcggcatggc

      961 ccgcgggcag ggacacgttg cggaactggt acttggccag ccacttgaac tcggggatca

     1021 gcagtttcgg cagcagggtg tcggggaacg agtcggtcca cagcttccgc gtcagttgca

     1081 gggcgcccag caggtcgggc gcggagatct 
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