AF065062[gi:4138992]

LOCUS       AF065062                3026 bp    DNA     linear   VRL 13-DEC-1999

DEFINITION  Human adenovirus type 4 strain RI-67 pVI core protein (pVI) gene,

            partial cds; hexon protein (hexon) gene, complete cds; and p23

            protease (p23) gene, partial cds.

ACCESSION   AF065062

VERSION     AF065062.1  GI:4138992

KEYWORDS    .

SOURCE      Human adenovirus type 4.

  ORGANISM  Human adenovirus type 4

            Viruses; dsDNA viruses, no RNA stage; Adenoviridae; Mastadenovirus.

REFERENCE   1  (bases 1 to 3026)

  AUTHORS   Crawford-Miksza,L.K., Nang,R.N. and Schnurr,D.P.

  TITLE     Strain variation in adenovirus serotypes 4 and 7a causing acute

            respiratory disease

  JOURNAL   J. Clin. Microbiol. 37 (4), 1107-1112 (1999)

  MEDLINE   99175282

   PUBMED   10074533

REFERENCE   2  (bases 1 to 3026)

  AUTHORS   Crawford-Miksza,L.K.

  TITLE     Direct Submission

  JOURNAL   Submitted (14-MAY-1998) Viral & Rickettsial Disease Lab, California

            Department of Health Services, 2151 Berkeley Way, Berkeley, CA

            94704, USA

COMMENT     [WARNING] On Dec 13, 2000 this sequence was replaced by a newer

            version gi:11693508.

FEATURES             Location/Qualifiers

     source          1..3026

                     /organism="Human adenovirus type 4"

                     /strain="RI-67"

                     /db_xref="taxon:28280"

                     /map="0.51-0.60"

     gene            <1..24

                     /gene="pVI"

     CDS             <1..24

                     /gene="pVI"

                     /function="nuclear localization peptide"

                     /note="major core protein"

                     /codon_start=1

                     /product="pVI core protein"

                     /protein_id="AAD03653.1"

                     /db_xref="GI:4138993"

                     /translation="VKRRRCY"

     gene            131..2941

                     /gene="hexon"

     CDS             131..2941

                     /gene="hexon"

                     /note="major coat protein"

                     /codon_start=1

                     /product="hexon protein"

                     /protein_id="AAD03654.1"

                     /db_xref="GI:4138994"

                     /translation="MATPSMLPQWAYMHIAGQDASEYLSPGLVQFARATDTYFSLGNK

                     FRNPTVAPTHDVTTDRSQRLTLRFVPVDREDNTYSYKVRYTLAVGDNRVLDMASTYFD

                     IRGVLDRGPSFKPYSGTAYNSLAPKGAPNTCQWKDSDSKMHTFGAAAMPGVTGKKIEA

                     DGLPIRIDSTSGTDTVIYADKTFQPEPQVGNDSWVDTNGAEEKYGGRALKDTTKMKPC

                     YGSFAKPTNKEGGQANLKDSEPAATTPNYDIDLAFFDSKTIVANYDPDIVMYTENVDL

                     QTPDTHIVYKPGTEDTSSESNLGQQAMPNRPNYIGFRDNFIGLMYYNSTGNMGVLAGQ

                     ASQLNAVVDLQDRNTELSYQLLLDSLGDRTRYFSMWNQAVDSYDPDVRIIENHGVEDE

                     LPNYCFPLNGVGLIDTYQGVKVKTDAGSEKWDKDDTTVSNANEIHVGNPFAMEINIQA

                     NLWRNFLYANVALYLPDKYKYTPANITLPTNTNTYEYMNGRVVAPSLVDAYINIGARW

                     SLDPMDNVNPFNHHRNAGLRYRSMLLGNGRYVPFHIQVPQKFFAIKSLLLLPGSYTYE

                     WNFRKDVNMILQSSLGNDLRTDGASITFTSINLYATFFPMAHNTASTLEAMLRNDTND

                     QSFNDYLSAANMLYPIPANATNVPISIPSNDWAAFRGWSLRALKTKETPSLGSGFDPY

                     FVYSGSIPYLDGTFYLNHTFKKVSITFDSSVSWPGNDRLLTPNEFEIKRTVDGEGYNV

                     AQCNMTKDWFLVQMLAHYNIGYQGFYVPEGYKDRMYSFFRNFQPMSRQVVDEVNYKDY

                     QAVTLPYQHNNSGFVGYLAPTMRQGQPYPANYPYPLIGKSAVTSVTQKKFICDRVMWR

                     IPFSSNFMSMGALTDLGQNMLYANSAHALDMNFEVDPMDESTLLYVVFEVFDVVRVHQ

                     PHRGVIEAVYLRTPFSAGNATT"

     gene            2964..>3026

                     /gene="p23"

     CDS             2964..>3026

                     /gene="p23"

                     /codon_start=1

                     /product="p23 protease"

                     /protein_id="AAD03655.1"

                     /db_xref="GI:4138995"

                     /translation="MAAGSGEQELRAIIRDLGCGP"

BASE COUNT      734 a    942 c    723 g    627 t

ORIGIN      

        1 gtgaagcgcc gccgctgtta ttaaaaaaca ctgtagcgct taacttgctt gtctgtgtat

       61 atgtgtatgt ccgccgccgc tgctgtccag aaggaggagt gaagagaaag gcgcgtcgtc

      121 gagttgcaag atggccaccc catcgatgct gccccagtgg gcgtacatgc acatcgccgg

      181 acaggacgct tcggagtacc tgagtccggg tctggtgcag ttcgcccgcg ccacagacac

      241 ctacttcagt ctggggaaca agtttaggaa ccccacggtg gcgcctaccc acgatgtgac

      301 caccgaccgc agccagcggc tgacgctgcg ctttgtgccc gtggaccggg aggacaacac

      361 ctactcgtac aaagtgcgct acacgctggc cgtgggcgac aaccgcgtgc tggacatggc

      421 cagcacctat tttgacatcc gcggcgtgct ggatcggggc cctagcttca aaccctactc

      481 cggcactgcc tacaacagcc tggctcccaa gggagcgccc aacacctgcc agtggaagga

      541 ttctgacagc aaaatgcata cctttggggc agctgccatg cccggtgtta ctgggaaaaa

      601 gatagaagct gatgggctgc ctattagaat agattcaact tctggaactg acacagtaat

      661 ttatgctgat aaaactttcc aaccagaacc acaagttgga aatgacagtt gggttgacac

      721 caatggtgca gaggaaaaat atggaggcag agctctaaag gacactacaa aaatgaaacc

      781 ctgttatggt tcattcgcca agcctaccaa caaagaaggt ggtcaggcta acttaaaaga

      841 ttcagaaccc gccgccacca ctcctaacta tgatatagac ctggctttct ttgacagcaa

      901 aactattgtt gctaactacg atccagatat tgtaatgtac acagaaaatg ttgacttgca

      961 gactccagat actcatattg tatacaaacc tggaacagag gacaccagct ctgaatccaa

     1021 tttgggtcag caggccatgc ctaacagacc caactacatt ggcttcagag acaattttat

     1081 cgggctcatg tactacaaca gcactggcaa tatgggggtg ctggccggtc aggcctctca

     1141 gctgaatgct gtggttgact tgcaagacag aaacactgaa ctgtcctacc agctcttgct

     1201 tgactctctg ggtgacagaa cccggtattt cagtatgtgg aatcaggcgg tggacagcta

     1261 tgatcctgat gtgcgcatta ttgaaaacca tggtgtggag gatgaattgc caaactattg

     1321 ctttccgttg aatggtgtgg gattgataga cacttaccag ggtgttaaag ttaaaacaga

     1381 tgcaggttct gaaaagtggg acaaagatga caccacagtt agtaatgcta atgaaatcca

     1441 tgtaggcaat ccttttgcca tggaaatcaa catccaagcc aacctgtgga ggaacttcct

     1501 ctatgccaat gttgccctct atttgcctga taaatacaaa tacacaccgg ccaacatcac

     1561 cctgcccacc aacaccaaca cctacgagta catgaacggc cgggtggtgg cgccctcgct

     1621 ggtggacgcc tacattaaca ttggggcgcg ctggtcgctg gaccccatgg acaacgtaaa

     1681 tcctttcaac caccaccgca atgcgggctt gcgctaccgc tccatgctcc tgggcaacgg

     1741 gcgctacgtg ccattccaca tccaggtgcc ccagaaattt tttgccatta agagcctcct

     1801 gctcctgccc gggtcctaca cctacgagtg gaacttccgc aaggacgtca acatgatcct

     1861 gcagagttcc cttggcaacg acctgcgcac agacggggcc tccatcacct tcaccagcat

     1921 taacctctac gccaccttct tccccatggc gcacaacacc gcctccacgc ttgaggccat

     1981 gctgcgcaac gacaccaatg accaatcctt caacgactac ctctcggcgg caaacatgct

     2041 ctaccccatc ccggccaacg ccaccaacgt gcccatctcc atcccctcca acgactgggc

     2101 cgcctttcgc ggctggtcct tacgcgcact caagaccaaa gagacgccct cgctgggctc

     2161 cgggttcgac ccctacttcg tctactcggg ctccatcccc tacctcgacg gcaccttcta

     2221 cctcaaccac accttcaaga aggtctccat caccttcgac tcttccgtca gctggcccgg

     2281 caacgaccgg ctcctgacgc ccaacgagtt cgaaatcaag cgcaccgtcg acggcgaggg

     2341 atacaacgtg gcccagtgca acatgaccaa ggactggttc ctggtccaga tgctggccca

     2401 ctacaacatc ggctaccagg gcttctacgt gcccgagggc tacaaggatc gtatgtactc

     2461 cttcttccgc aacttccagc ccatgagccg ccaggtggtg gacgaggtta actacaagga

     2521 ctaccaggcc gtcaccctgc cttaccaaca caacaactcg ggcttcgttg gatacctcgc

     2581 gcccactatg cgccagggcc agccctaccc cgccaactac ccctacccgc tcatcggcaa

     2641 gagcgccgtt accagcgtca cccagaaaaa gttcatctgc gacagggtca tgtggcgcat

     2701 ccccttctcc agcaacttca tgtccatggg cgcgctcacc gacctcggcc agaacatgct

     2761 ctatgctaac tccgcccacg cgctagacat gaatttcgaa gtcgacccca tggatgagtc

     2821 cacccttctc tatgttgtct tcgaagtctt cgacgtcgtc cgagtgcacc agccccaccg

     2881 cggcgtcatt gaggccgtct acctgcgcac ccccttctca gccggtaacg ccaccacata

     2941 aattattgct tcttgcaaga accatggccg cgggctccgg cgagcaggag ctcagggcca

     3001 tcatccgcga cctggggtgc gggccc
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