U52535. Human adenovirus ...[gi:1323565]

LOCUS       HAU52535                 548 bp    DNA     linear   VRL 19-MAY-1996

DEFINITION  Human adenovirus type 4 virus-associated RNA pre-terminal protein

            (pTP) and 52,55K protein genes, partial cds.

ACCESSION   U52535

VERSION     U52535.1  GI:1323565

KEYWORDS    .

SOURCE      Human adenovirus type 4 strain=ATCC cat# VR-4.

  ORGANISM  Human adenovirus type 4

            Viruses; dsDNA viruses, no RNA stage; Adenoviridae; Mastadenovirus.

REFERENCE   1  (bases 1 to 548)

  AUTHORS   Ma,Y. and Mathews,M.B.

  TITLE     The structure, function, and evolution of adenovirus VA RNA: a

            phylogenetic approach

  JOURNAL   Unpublished

REFERENCE   2  (bases 1 to 548)

  AUTHORS   Ma,Y. and Mathews,M.B.

  TITLE     Direct Submission

  JOURNAL   Submitted (20-MAR-1996) Yuliang Ma, Cancer Center, University of

            California San Diego, 9500 Gilman Drive, La Jolla, CA 92093-0684,

            USA

FEATURES             Location/Qualifiers

     source          1..548

                     /organism="Human adenovirus type 4"

                     /strain="ATCC cat# VR-4"

                     /db_xref="taxon:28280"

     gene            complement(1..86)

                     /gene="pTP"

     CDS             complement(<1..>85)

                     /gene="pTP"

                     /note="Ad pol; pre-Terminal Protein"

                     /codon_start=1

                     /product="pTP"

                     /protein_id="AAB00236.1"

                     /db_xref="GI:1323566"

                     /translation="SINDCARLTGQTMPTMNYLLPLRNXWNR"

     misc_RNA        119..280

                     /note="Virus-associated (VA) RNA I, a 162 nt RNA

                     polymerase III transcript."

     misc_RNA        337..509

                     /note="Virus-associated (VA) RNA II, a 173 nt RNA

                     polymerase III transcript."

     gene            527..548

                     /gene="52,55K"

     CDS             527..>548

                     /gene="52,55K"

                     /codon_start=1

                     /product="52,55K protein"

                     /protein_id="AAB00237.1"

                     /db_xref="GI:1323567"

                     /translation="MHPVLRQ"

BASE COUNT      106 a    153 c    173 g    111 t      5 others

ORIGIN      

        1 ckcggttcca gakgttgcgc agcggcagca agtagttcat ggtgggcatg gtctggcccg

       61 tgaggcgcgc gcagtcgttg atgctctaga catacgggca aaaacgaaag cggtcagcgg

      121 ctcgactccg tggcctggag gctaagcgaa cgggttgggc tgcgcgtgta ccccggttcg

      181 aatctcgaat caggctggag ccgcagctaa cgtggtactg gcactcccgt ctcgacccag

      241 gcctgcacaa aacctccagg atacggaggc gggtcgtttt gcaaattttt ggcggtcgaa

      301 aaaagctagt aagcgcggaa agcggccgac cgcaatggct cactgccgta gattggagaa

      361 gaatcgccag ggttgcgttg cggtgtgccc cggttcgaga ccgctcgggt cggccgaatt

      421 ccgcggctaa cgagggcgtg gctgccccgt cgtttccaag accccataag ccagccgact

      481 tctccagtta cggagcgagc ccctcttttg ttttgttttt tgccagatgc atccngtsct

      541 gcgacara

//

Revised: October 24, 2001.

