X74672. Adenovirus type 4...[gi:401817] 

LOCUS       AD4POLTP1                303 bp    DNA     linear   VRL 13-FEB-1997

DEFINITION  Adenovirus type 4 Pol gene, exon 1, and pTP gene, exon 1.

ACCESSION   X74672

VERSION     X74672.1  GI:401817

KEYWORDS    DNA polymerase; pol gene; pTP protein; terminal protein.

SOURCE      Human adenovirus type 4.

  ORGANISM  Human adenovirus type 4

            Viruses; dsDNA viruses, no RNA stage; Adenoviridae; Mastadenovirus.

REFERENCE   1  (bases 149 to 157)

  AUTHORS   Stanglmaier,M. and Winnacker,E.L.

  TITLE     Sequence of Adenovirus type 4 DNA polymerase and precursor terminal

            protein

  JOURNAL   Unpublished

REFERENCE   2  (bases 1 to 303)

  AUTHORS   Stanglmaier,M.

  TITLE     Direct Submission

  JOURNAL   Submitted (19-AUG-1993) M. Stanglmaier, Institut fr Biochemie der t

            Muenchen, MPI fuer Biochemie, Am Klopferspitz 18a, 82152, FRG

FEATURES             Location/Qualifiers

     source          1..303

                     /organism="Human adenovirus type 4"

                     /db_xref="taxon:28280"

     gene            join(149..157,158..303,X74508.1:1724..5296)

                     /gene="Pol"

     gene            join(149..157,158..303,X74508.1:6..1925)

                     /gene="pTP"

     CDS             join(149..157,X74508.1:1724..5296)

                     /gene="Pol"

                     /codon_start=1

                     /label=pol_cds

                     /product="DNA polymerase"

                     /protein_id="CAA52739.1"

                     /db_xref="GI:1841694"

                     /db_xref="SWISS-PROT:P87503"

                     /translation="MALVQTHGSRGLHPEASDPGRQPSRRRSRQSSPGAVPEPARARR

                     RRAPATTASGSRAAPTARRASSPPLLTMEAKPLPPAKKKRGTVVTPQGHGTLQAIDVA

                     TNGAVEIKYHLDLPRALEKLLQVNRAPPLPTDLTPQRLRTLDSSGLRALVLALRPVRA

                     EVWTCLPRGLVSMTTIEAEEGQADHHDVVQHQMQAPRLHFPLKFLVKGTQVQLVQHVH

                     PVQRCEHCGRLYKHKHECSARRRHFYFHHINSHSSNWWQEIQFFPIGSHPRTERLFLT

                     YDVETYTWMGSFGKQLVPFMLVMKLSGDDRLVELALDLALQLKWDRWHGDPRTFYCVT

                     PEKMAVGQQFRQYRDRLQTALAVDLWTSFLRANPHLADWALEQHGLSDPDELTYEELK

                     KLPHVKGRPRFVELYIVGHNINGFDEIVLAAQVINNRAEVPQPFRITRNFMPRAGKIL

                     FNDVTFALPNPAYKKRTDFQLWEQGGCDDIDFKHQFLKVMVRDTFALTHTSLRKAAQA

                     YALPVEKGCCAYKAVNQFYMLGSYRADQDGFPLEEYWKDREEFLLNRELWKQKGQLKY

                     DIIQETLDYCALDVLVTAELVAKLQDSYAHFIRDSVGLPHAHFNIFQRPTISSNSHAI

                     FRQIVYRAEKPSRANLGAGLLAPSHELYDYVRATIRGGRCYPTYIGILDEPLYVYDIC

                     GMYASALTHPMPWGTPLSPYERALAVREWQASLDDLGTCISYFDPDLLPGIFTIDADP

                     PDELMLDPLPPFCSRKGGRLCWTNEPLRGEVATSVDLITLHNRGWQVRIVPDELTTVF

                     PEWKCVAREYVQLNIAAKERADKEKNQTMRSIAKLLSNALYGSFATKLDNKKIVFSDQ

                     MDEGLLKGISAGTVNIKSSSFLETDNLSAEVMPAFEREYLPQHVALLDSDPEDSEDEQ

                     RPAPFYTPPAGTPGHVAYTYKPITFLDVDEGDMCLHTLEKVDPLVDNDRYPSHVASFV

                     LAWTRAFVSEWSGFLYDEDRGVPLEDRPIKSVYGDTDSLFVTQRGHELMETRGKKRIK

                     KNGGKLVFDPNQPDLTWLVECETVCAHCGADAYAPESVFLAPKLYALKSLLCPACGQT

                     SKGNVRAKGHAAEALNYELMVNCYLADAQGADRERFSTSRMSLKRTLASAQPGAHPFT

                     VTETTLTRTLRPWKDRTLAALDAHRLAPYSRSRPNPRNEEVCWIEMP"

     CDS             join(149..157,X74508.1:6..1925)

                     /gene="Pol"

                     /codon_start=1

                     /label=ptp_cds

                     /product="precursor terminal protein"

                     /protein_id="CAA52738.1"

                     /db_xref="GI:1841693"

                     /db_xref="SPTREMBL:P87502"

                     /translation="MALSINDCARLTGQTVPTMNYFLPLRNIWNRVRQFPRASTTAAG

                     ITWMSRYIYGYHRTMLEDLAPGAPATERWPLYRQPPPHFLIGYQYLVRTCNDYIFDSR

                     AYSPLKYHELARPGHQTVNWSVMANCSYTINTGAYHRFVDFDDFQTTLTQIQQAILAE

                     RVVADLALVQPQRGFGLTRMHGRAGEEEVPVERLMQDYYKDLARCQDHAWGMADRLRI

                     QQAGPKDLVLLATIRRLRTAYFNFITSSIAPAHTPPPPEETVLSLPCDCDWLEAFVQR

                     FSDPVDLETLRSLRGVPTGQLIRCIVSALSLPNGDPPGHLEMRGGVFTLRPREDGRAV

                     TETMRRRRGETIERFIDRLPVRRRRRRPPPPPPPPEEEVEEMLVDEEEEVEELPGAFE

                     REVRATIAELIRLLEEDLTVSARNSQFFNFAVDFYEAMERLEALGDVSEMPLRRWIMY

                     FFVTEHIATTLNYLYQRLCNYAVFARHVELNLAQVVMRARDPEGAVVYSRVWNEAGMN

                     AFSQLMGRISNDLAATVERAGRGDLQEEEIEQFMTEIAYQDNSGDVQEILRQAAVNDT

                     EIDSVELSFRFKLTGPVAFTQRRQIQDVNRRVVAHASLLRAQYQNLPARGADVPLPPL

                     PPGPEPPLPPGARPRRRF"

     exon            149..157

                     /gene="Pol"

                     /number=1

     exon            149..157

                     /gene="Pol"

                     /number=1

     intron          158..>303

                     /gene="Pol"

                     /number=1

     intron          158..>303

                     /gene="Pol"

                     /number=1

BASE COUNT       61 a    102 c     82 g     58 t

ORIGIN      

        1 taaggagcct ccagcggggg ctgcatcgcc gccgccgccg ccattgcctg ctgcatcacg

       61 ctctcgtacg agggaggagg accctccggg tacgcacgcc tcatcatact agatacaaca

      121 gagaagaaac gaacgcacgc tggtcgccat ggccttggtg agtaccattt atttttggtt

      181 tctttttaca tcaggcgccc gacgcggggg cgcaggtgag cgaacgggtt accaccacca

      241 ctcccgccca agtccaacac gctgctgtcg tcggcggaat cctcatcgtc cacatcagtc

      301 ccc
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