M14918. Adenovirus type 4...[gi:209874] 

LOCUS       ADRDE1AA                2042 bp    DNA     linear   VRL 22-MAY-1995

DEFINITION  Adenovirus type 4 E1A region.

ACCESSION   M14918

VERSION     M14918.1  GI:209874

KEYWORDS    E1A protein; alternative splicing.

SOURCE      Mastadenovirus h4 (tissue library: ATCC VR4) DNA.

  ORGANISM  Human adenovirus type 4

            Viruses; dsDNA viruses, no RNA stage; Adenoviridae; Mastadenovirus.
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FEATURES             Location/Qualifiers

     source          1..2042

                     /organism="Human adenovirus type 4"

                     /db_xref="taxon:28280"

                     /tissue_lib="ATCC VR4"

     repeat_region   1..116

                     /note="inverted terminal repeat"

     enhancer        209..217

                     /gene="E1A"

     enhancer        302..310

                     /gene="E1A"

     CAAT_signal     434..440

                     /gene="E1A"

     TATA_signal     479..485

                     /gene="E1A"

     exon            499..1139

                     /gene="E1A"

                     /note="alternative exon"

                     /number=1

     exon            499..1046

                     /gene="E1A"

                     /note="alternative exon"

                     /number=1

     gene            join(575..1139,1232..1440)

                     /gene="E1A"

     CDS             join(575..1139,1232..1440)

                     /gene="E1A"

                     /codon_start=1

                     /protein_id="AAA67091.1"

                     /db_xref="GI:825435"

                     /translation="MRHLRDLPDEEIIIASGSEILELVVNATMGDDHPEPPTPFGTPS

                     LHDLYDLEVDVPEDDPNEKAVNDLFSDAALLAAEEASSPSSDSDSSLHTPRHDRGEKE

                     IPGLKWEKMDLRCYEECLPPSDDEDEQAIQNAASHGVQAVSESFALDCPPLPGHGCKS

                     CEFHRINTGDKAVLCALCYMRAYNHCVYSPVSDADDETPTTESTLSPPEIGTSPSDNI

                     VRPVPVRATGRRAAVECLDDLLQGGDEPLDLCTRKRPRH"

     CDS             join(575..1046,1232..1440)

                     /gene="E1A"

                     /codon_start=1

                     /protein_id="AAA67092.1"

                     /db_xref="GI:825436"

                     /translation="MRHLRDLPDEEIIIASGSEILELVVNATMGDDHPEPPTPFGTPS

                     LHDLYDLEVDVPEDDPNEKAVNDLFSDAALLAAEEASSPSSDSDSSLHTPRHDRGEKE

                     IPGLKWEKMDLRCYEECLPPSDDEDEQAIQNAASHGVQAVSESFALDCPPLPGHGCPV

                     SDADDETPTTESTLSPPEIGTSPSDNIVRPVPVRATGRRAAVECLDDLLQGGDEPLDL

                     CTRKRPRH"

     CDS             575..1153

                     /gene="E1A"

                     /note="ORF 1; putative"

                     /codon_start=1

                     /protein_id="AAA67090.1"

                     /db_xref="GI:807570"

                     /translation="MRHLRDLPDEEIIIASGSEILELVVNATMGDDHPEPPTPFGTPS

                     LHDLYDLEVDVPEDDPNEKAVNDLFSDAALLAAEEASSPSSDSDSSLHTPRHDRGEKE

                     IPGLKWEKMDLRCYEECLPPSDDEDEQAIQNAASHGVQAVSESFALDCPPLPGHGCKS

                     CEFHRINTGDKAVLCALCYMRAYNHCVYSKCD"

     intron          1047..1231

                     /gene="E1A"

                     /note="alternative intron"

     intron          1140..1231

                     /gene="E1A"

                     /note="alternative intron"

     exon            1232..>1440

                     /gene="E1A"

                     /number=2

     TATA_signal     1557..1563

                     /gene="E1A"

     CDS             1599..2027

                     /note="ORF 3; putative"

                     /codon_start=1

                     /protein_id="AAA67093.1"

                     /db_xref="GI:807571"

                     /translation="MEIWTVLEDFHKTRQLLENASNGVSHLWRFCFGGDLAKLVYRAK

                     QDYREQFEDILRECPSLFDALNLGHQSHFNQRISRALDFTTPGRTTAAVAFFAFIFDK

                     WSQETHFSRDYQLDFLAVALWRTWKCQRLNAIPATCRYSR"

BASE COUNT      509 a    420 c    571 g    542 t

ORIGIN      

        1 ctatctatat aatatacctt attttttttg tgtgagttaa tatgcaaata aggcgtgaaa

       61 atttggggat ggggcgcgct gattggctgt gacagcggcg ttcgttaggg gcggggcagg

      121 tgacgttttg atgacgcgac tatgaggagg agttagtttg caagttctgg tggggaaaag

      181 tgacgtcaaa cgaggtgtgg tttaaacacg gaaatactca attttcccac gctgtctaac

      241 aggaaatgag gtgtttttgg gcggatgcaa gtgaaaacgg accattttcg cgcgaaaact

      301 gaatgaggaa gtgaaatctg agtaatttag tgtttatgac agggaggagt atttgccgag

      361 ggccgagtag actttgaccg tttacgtggg ggtttcgatt accgtgtttt tcacctaaag

      421 ttccgcgtac ggtgtcaaag tccggtgttt ttacgtaggt gtcagctgat cgtcagggta

      481 tttaaacctg cgctctgcag tcaagaggcc actcttgagt gccagcgaga agagttttct

      541 cctccgcgcc gcggtcagat ctacactttg aaatatgagg cacctaagag acctgcccga

      601 tgaggaaatt atcatcgctt ccgggagcga gattctggaa ctggtggtaa atgctacgat

      661 gggcgacgac catccggaac cccccacccc atttggaaca ccttcgctgc acgatttgta

      721 tgatctggag gtggatgtgc ccgaggacga ccccaacgag aaggcggtaa atgatttatt

      781 tagcgatgcc gcgctgctag ctgccgagga ggcttcaagc cctagctcag acagcgactc

      841 ttcactgcac acccctagac acgacagagg tgagaaagag atccccgggc ttaaatggga

      901 aaagatggac ttgcgttgct atgaggaatg cctgccccca agcgatgatg aggacgagca

      961 ggcgattcag aacgcagcga gccatggagt gcaagccgtc agcgagagct ttgcactgga

     1021 ctgcccgcct ttgcccggac acggctgtaa gtcttgtgaa tttcatcgca tcaatactgg

     1081 agataaagct gtgttatgtg cactttgcta tatgagagcg tacaaccatt gtgtttacag

     1141 taagtgtgat taagtgaact ttaaagggag gcaaagagta gggtgactgg gtgatgactg

     1201 gtttatttat gtatatctgt tttttatata ggtcccgttt ctgacgcaga tgatgagacc

     1261 cccactacag agtccacttt gtcaccccct gaaattggca cgtctccatc tgacaatatt

     1321 gttagaccag ttcctgtaag agccactggg aggagagcag ctgtagaatg tttggatgat

     1381 ttgcttcagg gtggagatga acctttggac ttgtgtaccc ggaaacgccc caggcattaa

     1441 gtgccacaca tgtgtgttca cttgaggtga tgtcagtatt tatagggtgt ggagtgcaat

     1501 aaaatatgtg ttgactttaa gtgcgtggtt tatgactcag gggaggggac tttgggtata

     1561 taagcaggtg cagacctgtg tggttagctc agagcggtat ggagatttgg acggttttgg

     1621 aagactttca caagactagg cagctgctag agaacgcctc gaacggagtc tctcacctgt

     1681 ggagattctg cttcggcggt gacctagcta agctagtcta tagggccaaa caggattata

     1741 gggaacaatt tgaggatatt ttgagagagt gtcctagtct ttttgacgct cttaacttgg

     1801 gccatcagtc tcactttaac cagagaattt caagagccct tgactttact actcctggca

     1861 gaaccactgc agcagtagcc ttttttgctt ttatttttga caaatggagt caagaaaccc

     1921 atttcagcag ggattaccag ctggatttct tagcagtagc tttgtggaga acatggaagt

     1981 gccagcgcct gaatgcaatc ccggctactt gccggtacag ccgctagaca ctctgaggat

     2041 cc
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