Schedule:









03/01/21 rev
Date              
Subject (topics)                                  

1- Lec 1A&B)
Jan 26

Course introduction & mechanics; Resources  (HW1)
2- Lec 2)
Feb 02

Public Health and Infectious Disease Agents; Sequence Assembly (HW2)
4-((Guest
Feb 09

Webinar: GeneCodes, Inc. – “DNA Assembly using Sequencher”)) (HW 3)
     & Lec 3 (4)

And…. (Sequencher- more details via DS) ; NOTE- above is a recorded version.   
5- Lec 5&6) 
Feb 16

Genome sequencing technology  (HW 4)
6) Lec 7)
Feb 23

Research- “Insights from Adenovirus Genomics and Bioinformatics”  (HW 5)
6- Lec 8)
Mar 02

Adenovirus biology   

7- Lec 9)
Mar 09

Genome annotation

8- Lec 10)
Mar 16

Genome analyses- Software tools and tools development  
9- Lec 11)
Mar 23

Virology (brief) and genomics; AND



  Presentations:
1) Divyasphoorthi -methods: Genome assembly using Tadpole and Supernova
2) Kristin -methods: Genome viewer (pick one): EDGE, GALAXY, ? 

3) Linfeng -methods: Sequence analysis: GC content, CpG islands, ORFs, and annotation of splice site (Genscan (or pick another))
4) Joy -methods: Comparative genomics:  Genome, gene, protein Percent ID/similarity (EMBOSS, needle)
10- Lec 12)
Mar 30

Public Health (brief) and genomics AND



5) Andy -methods: Comparative genomics:  CoreGenes and GeneOrder (Kropinski’s “Online Analysis Tools”:  http://molbiol-tools.ca/); zPicture, PipMaker and MultiPipMaker 
(or LANGAN: pairwise LAGAN:

http://genome.lbl.gov/cgi-bin/VistaInput?align_pgm=lagan&num_seqs=2
Multi-LAGAN:

http://genome.lbl.gov/vista/lagan/submit.shtml)

6) Alexander -methods: Multiple sequence alignment (MAFFT) or CLUSTAL (or pick another)

7) Soukaina -methods: Phylo- MEGA-X
8) Deborah -methods: Sequence analysis:  Recombination detection (SimPlot)

11- Meeting
Apr 06

  Presentations:

1) Adam –research paper:
Bordenstein SR, Bordenstein SR. (2016). Eukaryotic association module in phage WO genomes from Wolbachia. Nat Commun. 7:13155. doi: 10.1038/ncomms13155. PMID: 27727237

2) John –research paper:
Yoshikawa G, Blanc-Mathieu R, Song C, Kayama Y, Mochizuki T, Murata K, Ogata H, Takemura M. 92019). Medusavirus, a novel large DNA virus discovered from hot spring water. J Virol. doi: 10.1128/JVI.02130-18. [Epub ahead of print]. PMID: 30728258
3) Mingsi –research paper:
Duggan AT, Perdomo MF, Piombino-Mascali D, Marciniak S, Poinar D, Emery MV, Buchmann JP, Duchêne S, Jankauskas R, Humphreys M, Golding GB, Southon J, Devault A, Rouillard JM, Sahl JW, Dutour O, Hedman K, Sajantila A, Smith GL, Holmes EC, Poinar HN. (2016). 17th Century Variola Virus Reveals the Recent History of Smallpox. Curr Biol. 26:3407-3412. doi: 10.1016/j.cub.2016.10.061. PMID: 27939314

4) Longsheng –research paper:
Urbanowicz RA, McClure CP, Sakuntabhai A, Sall AA, Kobinger G, Müller MA, Holmes EC, Rey FA, Simon-Loriere E, Ball JK. (2016). Human Adaptation of Ebola Virus during the West African Outbreak. Cell 167:1079-1087.e5. doi: 10.1016/j.cell.2016.10.013. PMID: 27814505

5)  Marissa –research paper:

Lemieux JE, Siddle KJ.....MacInnis BL. (2021). Phylogenetic analysis of SARS-CoV-2 in Boston highlights the impact of superspreading events. Science 371: 588.
12- Meeting
Apr 13 
Project presentations             => Research paper is due!





    => Each group presents their work- either 1 or more presenters

6)  Project presentation: “Unknown that “looks like a” GI pathogen but is a respiratory pathogen”
7)  Project presentation: “Unknown that “looks like a” respiratory but is a GI pathogen”
8)  Project presentation: “Unknown that is an ocular/ respiratory pathogen”

13- Meeting
Apr 20 
No class- no exam #1  //  No Spring Break this year!
14- Meeting
Apr 27 
No class- no exam #2
15- Meeting
May 04 
Final Exams Week- no final exam
==============

03/30/21

REVISION (due to extra “Pandemic viral pathogen updates: Lessons learned, and What we don’t know!”

10- Lec 12)
Mar 30

Public Health (brief) and genomics AND



9) Kristin -methods: Genome viewer (pick one): EDGE, GALAXY, ? 

10) Linfeng -methods: Sequence analysis: GC content, CpG islands, ORFs, and annotation of splice site (Genscan (or pick another))
11) Joy -methods: Comparative genomics:  Genome, gene, protein Percent ID/similarity (EMBOSS, needle)
11- Meeting
Apr 06

12) Andy -methods: Comparative genomics:  CoreGenes and GeneOrder (Kropinski’s “Online Analysis Tools”:  http://molbiol-tools.ca/); zPicture, PipMaker and MultiPipMaker 

(or LANGAN: pairwise LAGAN:

http://genome.lbl.gov/cgi-bin/VistaInput?align_pgm=lagan&num_seqs=2
Multi-LAGAN:

http://genome.lbl.gov/vista/lagan/submit.shtml)

13) Alexander -methods: Multiple sequence alignment (MAFFT) or CLUSTAL (or pick another)

14) Soukaina -methods: Phylo- MEGA-X
15) Deborah -methods: Sequence analysis:  Recombination detection (SimPlot)

5) Adam –research paper:
Bordenstein SR, Bordenstein SR. (2016). Eukaryotic association module in phage WO genomes from Wolbachia. Nat Commun. 7:13155. doi: 10.1038/ncomms13155. PMID: 27727237

6) John –research paper:
Yoshikawa G, Blanc-Mathieu R, Song C, Kayama Y, Mochizuki T, Murata K, Ogata H, Takemura M. 92019). Medusavirus, a novel large DNA virus discovered from hot spring water. J Virol. doi: 10.1128/JVI.02130-18. [Epub ahead of print]. PMID: 30728258
12- Meeting
Apr 13 


7) Mingsi –research paper:
Duggan AT, Perdomo MF, Piombino-Mascali D, Marciniak S, Poinar D, Emery MV, Buchmann JP, Duchêne S, Jankauskas R, Humphreys M, Golding GB, Southon J, Devault A, Rouillard JM, Sahl JW, Dutour O, Hedman K, Sajantila A, Smith GL, Holmes EC, Poinar HN. (2016). 17th Century Variola Virus Reveals the Recent History of Smallpox. Curr Biol. 26:3407-3412. doi: 10.1016/j.cub.2016.10.061. PMID: 27939314

8) Longsheng –research paper:
Urbanowicz RA, McClure CP, Sakuntabhai A, Sall AA, Kobinger G, Müller MA, Holmes EC, Rey FA, Simon-Loriere E, Ball JK. (2016). Human Adaptation of Ebola Virus during the West African Outbreak. Cell 167:1079-1087.e5. doi: 10.1016/j.cell.2016.10.013. PMID: 27814505

5)  Marissa –research paper:

Lemieux JE, Siddle KJ.....MacInnis BL. (2021). Phylogenetic analysis of SARS-CoV-2 in Boston highlights the impact of superspreading events. Science 371: 588.
6, 7, 8)  Project presentations             => Research paper is due!





    => Each group presents their work- either 1 or more presenters

13- Meeting
Apr 20 
No class- no exam #1  //  No Spring Break this year!

14- Meeting
Apr 27 
No class- no exam #2

15- Meeting
May 04 
Final Exams Week- no final exam
